addition, TMP-A has one extra residue in its carboxy terminus compared with the 7a. Hydropathic plots by the method of Kyte and Doolittle (1982) revealed six stretches of hydrophobic amino acids that could correspond to membrane-spanning domains (Table I) . Most of the potential membrane-spanning helices are bordered by a charged residue or by a helix-breaking amino acid. It is interesting that most of the amino acid residues that deviate between the TMP-A and 7a polypeptides are localized in the nonhydrophobic regions. The protein also contains a major intrinsic protein motif (SGGHINPAVT) ( Table I) , found first in the major intrinsic protein of the bovine lens fiber membrane (Gorin et al., 1984) . This motif is found in manv transmembrane Droteins of Dlant and Shagan and Bar-Zvi Plant Physiol. Vol. 101, 1993 nonplant origin (Yamamoto et al., 1990) . Among the plant homologous proteins are membrane nodulin-26 (Fortin et al., 1987) , intrinsic tonoplast protein (Johnson et al., 1990) , and root-specific genes (Yamamoto et al., 1990) . Some of the proteins containing major intrinsic protein were suggested to be transporters. A structure containing six transmembrane helices is common in ion channel proteins (Maelicke, 1988) . A11 of the above suggests that the TMP-A protein might be an ion transporter, possibly involved in turgor regulation (Guerrero et al., 1990) .
